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Cultivar- -specific - microblomes

Experimental design

Genetic pool of sugar beet cultivars which are Rhizoctonia -tolerant and
- susceptible from different origins.

Analysed categories:

Cultivar* Rhizoctonia Habitat Origin
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Cultivar- | - specific

Taxonomic composition
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of dominant OTUs (> 0.1%)

W Acidobacteria, Chloracidobacteria
W Acidobacteria, Acidobacteria-6
® Actinobacteria, MB-A2-108

Actinobacteria, Actinobacteria

® Bacteroidetes, Saprospirae

Bacteroidetes, Sphingobacteriia

Crenarchaeota, Thaumarchaeota

Firmicutes, Bacilli

W ®m W Proteobacteria, Alphaproteobacteria

m Proteobacteria, Betaproteobacteria
Proteobacteria, Gammaproteobacteria

m Verrucomicrobia, Spartobacteria
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Rhizosphere microbiome: eco

PCoA - PC1 vs PC2
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PC1 — Percent variation explained 13.19%
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Total # 110,042 164,668 3,665,330 4,826,193
Shared # 82,872 82,872 3,462,743 3,962,749
Shared % 75.3 50.3 94.5 82.1
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Cultivar- | - specific - microbiomes

Rhizosphere microbiome: eco -/genotype specificity
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R. solani effect only visible in the rhizosphere for different
taxonomic levels (i.e. Archaea, Enterobacteriales,

Pseudomonas ).



CONCLUSION |l

The microbiome is plant - and cultivar - specific and
adapted to the conditions within the ecosystem.




lll. Predictable biocontrol strategies
Lettuce
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Lettuce : specificity and co-occurrence  patterns

A significant differences at species and cultivar level
A 12.5% cultivar - specific bacteria; 49% core microbiome

Domestication lead to bacterial diversification in lettuce
root system.




